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+ pl:5.75 Mass: 106.93 kDa
+ Average abundance ratio:
+ JC27/control = 1.96

» p-value of Student t-test

(3 replicates in total): 0.0057

* Protein identification:
B-D-glucoside-glucohydrolase

Label protein extracts
using 3 CyDye DIGE
Fluor minimal dyes

\

In 2-D DIGE, protein samples are labeled
with size and charge-matched CyDye™
fluors. Three fluorescently labeled
protein samples can be combined and

Mix labelied extracts resolved using 2-D gel electrophoresis:

isoelectric focusing (IEF) in the first
dimension and SDS-PAGE in the second

\ dimension. Then, the gel is scanned using
the highly sensitive Typhoon scanner,

and DeCyder software is used to
automatically locate and analyze the

¥ protein spots. Protein spots are excised
from the gel using a robot picker, and the
protein ID is analyzed using either
MALDI-TOF/TOF MS or ESI-QTOF MS/MS.

2-E separation

Image gel with Typhoon
Variable Mode Imager

Image analysis and
data quantitation using
DeCyder Differential
Analysis Software

Advantages of 2D-DIGE.:

sSeparation of samples in a single gel eliminates gel-to-gel variation.

s|lsoforms can be directly visualized.

*Provide greater statistical confidence and level of reliability with its internal
control.

«2-D DIGE is highly sensitive and quantitative. Detect as low as 2 ng of a single
protein.




