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SILAQ is an innovative technology used in
metabolic labeling. It provides high throughput
guantitative analysis of large protein complexes,
protein-protein and protein-small molecule
interactions.

Advantage of SILAC.:

«Cutting-edge facilities & optimized protocols
*Harmless in vivo labeling

*High sensitivity

sSuitable for study of protein-protein-interaction
sPost-translational modification is detectable




